The asymmetric unit of the title compound, {[Cu 2 (C 6 H 2 O 5 ) 2 (C 12 H 8 N 2 ) 2 (H 2 O) 3 ]ÁC 3 H 7 NO} n , contains two Cu II atoms, two furan-2,5-dicarboxylate (L) ligands, two 1,10-phenanthroline (phen) ligands, three coordinating water molecules and one N,N-dimethylformamide solvent molecule. Each Cu II atom is coordinated by two N atoms from one phen ligand, two O atoms from two L ligands and two water molecules in a distorted octahedral geometry. The main difference between the environments of the two independent Cu atoms is in the Cu-O water distances, which are 2.415 (2) and 2.639 (2) Å for one Cu II atom and 2.3560 (19) and 2.911 (4) Å for the other. Ligands L and one independent water molecule bridge the Cu II atoms, forming corrugated polymeric layers parallel to the ab plane. Intermolecular O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds consolidate the crystal packing.
Related literature
For a related structure, see: Li et al. (2012) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
The asymmetric unit of (I) contains two Cu II cations, two anionic ligands L, two ligands phen, three coordinated water molecules and one DMFA solvent molecule (Fig.1) . Each copper center is coordinated by two N atoms from one phen ligand, two O atoms from two ligands L and two water molecules in a distorted octahedral geometry. The main difference in environment of two independent Cu atoms is the difference in Cu-O water distances, which are equal to 2.415 (2) and 2.639 (2) Å for one Cu atom and 2.3560 (19) and 2.911 (4) Å for another. Ligands L and one independent water molecule bridge copper centers into corrugated polymeric layers prallel to ab plane (Fig.2) . Intermolecular O-H···O and C-H···O hydrogen bonds (Table 1) consolidate the crystal packing.
Furan-2,5-dicarboxyl acid (0.0156 g, 0.10 mmol), Cu(NO 3 ) 2 . 3H 2 O (0.0244 g, 0.10 mmol), and 1,10-phenanthroline (0.0180, 0.10 mmol) were dissolved in DMFA (5 ml, 75 mmol) under stirring. The mixture with molar ratio of 1 (furan-2,5-dicarboxyl acid): 1 (Cu(NO 3 ) 2 . 3H 2 O): 1 (1,10-phenanthroline): 750 DMFA was layed under room temperature for 8 days. The blue block product was collected as a single phase.
Refinement
Water H atoms were located in a difference Fourier map and refined with restraints O-H = 0.86 (2) Å, and U iso (H) = 1.2U eq (O). C-bound H-atoms were placed in calculated positions (C-H 0.93-0.96 Å), and were included in the refinement in the riding-model approximation, with U iso (H) = 1.2Ueq(C). View of (I), showing the atomic labelling scheme and displacement ellipsoids drawn at the 50% probability level ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
